1 



SEQUENCE LISTING 
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<160> 5 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 3015 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (18)... (2495) 
<400> 1 

cccggcctag ccccgcg atg ccg ccg gcg agt ggc ccc age gtc etc gcg 50 

Met Pro Pro Ala Ser Gly Pro Ser Val Leu Ala 
1 5 10 



egg ctg ttg ccg ctg ctg ggg ctg ctg etc ggc age gec tec egg get 
Arg Leu Leu Pro Leu Leu Gly Leu Leu Leu Gly Ser Ala Ser Arg Ala 
15 20 25 



98 



ccc ggc aag teg ccg ccg gag ccc ccc age ccg cag gag ate ctg ate 146 
Pro Gly Lys Ser Pro Pro Glu Pro Pro Ser Pro Gin Glu He Leu He 
30 35 40 



aag gtg cag gtg tat gtg age ggg gag ctg gtg ccc ctg gec egg gec 



194 



2 



Lys Val Gin Val Tyr Val Ser Gly Glu Leu Val Pro Leu Ala Arg Ala 
45 50 55 

tea gtg gat gtg ttt ggg aac egg act ctg ctg gca get ggc ace aca 
Ser Val Asp Val Phe Gly Asn Arg Thr Leu Leu Ala Ala Gly Thr Thr 
60 65 70 75 

gac tea gag ggt gtg gee ace ctg ccc etc agt tat cgc ttg ggc acc 
Asp Ser Glu Gly Val Ala Thr Leu Pro Leu Ser Tyr Arg Leu Gly Thr 
80 85 90 

tgg gtg ctg gtc act get gec cgc cct ggc ttc etc acc aac tct gtg 
Trp Val Leu Val Thr Ala Ala Arg Pro Gly Phe Leu Thr Asn Ser Val 
95 100 105 



242 



290 



338 



ccc tgg cgt gtt gac aag ctg ccc ttg tat gcg tct gtc age etc tac 
Pro Trp Arg Val Asp Lys Leu Pro Leu Tyr Ala Ser Val Ser Leu Tyr 
110 115 120 

ctg etc cct gag egg ccg gec acg etc ate etc tat gag gac ctg gtg 
Leu Leu Pro Glu Arg Pro Ala Thr Leu He Leu Tyr Glu Asp Leu Val 
125 130 135 

cac att etc eta ggc tct ccc ggt gee cgc tec cag ccc ttg gtg cag 
His He Leu Leu Gly Ser Pro Gly Ala Arg Ser Gin Pro Leu Val Gin 
140 145 150 155 

ttc cag cgc egg get gec cgc ctg cct gtc age tec acc tac age cag 
Phe Gin Arg Arg Ala Ala Arg Leu Pro Val Ser Ser Thr Tyr Ser Gin 
160 165 170 



386 



434 



482 



530 



etc tgg gcg tea ctt acg cct gec age acc cag cag gaa atg egg get 
Leu Trp Ala Ser Leu Thr Pro Ala Ser Thr Gin Gin Glu Met Arg Ala 
175 180 185 



578 



ttc cct gee ttc ctg ggc act gag gec tec age tea ggc aat ggc tec 626 

Phe Pro Ala Phe Leu Gly Thr Glu Ala Ser Ser Ser Gly Asn Gly Ser 
190 195 200 

tgg ctg gag ctg atg ccc ctg act get gtg age gtg cac ctg ctg aca 674 

Trp Leu Glu Leu Met Pro Leu Thr Ala Val Ser Val His Leu Leu Thr 
205 210 215 



3 



O 

i i 

111 



if"" 



O 



ggt aat ggg aca gag gtg ccg etc tea ggc ccc att cac ctg tec ctg 
Gly Asn Gly Thr Glu Val Pro Leu Ser Gly Pro He His Leu Ser Leu 
220 225 230 235 

ccc gtg ccc tec gag act cgt gee etc acc gtg ggc ace age att cca 
Pro Val Pro Ser Glu Thr Arg Ala Leu Thr Val Gly Thr Ser He Pro 
240 245 250 

gee tgg aga ttt gac ccc aag agt ggg ctg tgg gtg cgc aat ggc act 
Ala Trp Arg Phe Asp Pro Lys Ser Gly Leu Trp Val Arg Asn Gly Thr 
255 260 265 

ggt gta ate egg aag gaa ggc egg cag etc tac tgg acc ttc gtc tec 
Gly Val He Arg Lys Glu Gly Arg Gin Leu Tyr Trp Thr Phe Val Ser 
270 275 280 

ccc cag ctg ggg tac tgg gtg gec gee atg gec tec ccc acg get ggg 
Pro Gin Leu Gly Tyr Trp Val Ala Ala Met Ala Ser Pro Thr Ala Gly 
285 290 295 

ctg gtc acc ate acg teg ggc ate cag gac ate ggc acc tac cac acc 
Leu Val Thr He Thr Ser Gly He Gin Asp He Gly Thr Tyr His Thr 
300 305 310 315 

ate ttc ttg etc acc ate ctg gca gec ctg gec ctg ctg gtg ctt ate 
He Phe Leu Leu Thr He Leu Ala Ala Leu Ala Leu Leu Val Leu He 
320 325 330 



722 



770 



818 



866 



914 



962 



1010 



ctg ctg tgt ctg etc ate tac tac tgc egg agg cgc tgc ctg aag ccg 
Leu Leu Cys Leu Leu He Tyr Tyr Cys Arg Arg Arg Cys Leu Lys Pro 
335 340 345 



1058 



agg caa cag cac cgc aag ctg cag etc teg ggg ccc tct gac ggt aac 
Arg Gin Gin His Arg Lys Leu Gin Leu Ser Gly Pro Ser Asp Gly Asn 
350 355 360 



1106 



aaa cga gac cag gee acc teg atg tec cag etc cac etc ate tgt ggg 
Lys Arg Asp Gin Ala Thr Ser Met Ser Gin Leu His Leu He Cys Gly 
365 370 375 

gga ccc ctg gaa ccc gee ccg teg ggg gac ccc gag get ccg cct cca 
Gly Pro Leu Glu Pro Ala Pro Ser Gly Asp Pro Glu Ala Pro Pro Pro 
380 385 390 395 



1154 



1202 



4 



ggc ccc etc cac teg gec ttc tec age tec egg gac ttg gee tec tec 1250 
61 y Pro Leu His Ser Ala Phe Ser Ser Ser Arg Asp Leu Ala Ser Ser 
400 405 410 



egg gat gac ttc ttc cgc acc aag ccg cgc tct gec age cgc ccg gee 
Arg Asp Asp Phe Phe Arg Thr Lys Pro Arg Ser Ala Ser Arg Pro Ala 
415 420 425 



fjj teg ccg ccg ccg ccc ttc gac cac tac ctg ggc cac aag ggg gcg gee 

t Ser Pro Pro Pro Pro Phe Asp His Tyr Leu Gly His Lys Gly Ala Ala 

H 480 485 490 

gag ggc aag acc ccc gac ttc ctg ctg teg cag teg gtg gac cag ctg 
Glu Gly Lys Thr Pro Asp Phe Leu Leu Ser Gin Ser Val Asp Gin Leu 
495 500 505 

gcg egg ccg ccg teg ctg ggc cag gcg ggg cag etc ate ttc tgc ggc 
Ala Arg Pro Pro Ser Leu Gly Gin Ala Gly Gin Leu He Phe Cys Gly 
510 515 520 

tec ate gac cac etc aag gac aac gtc tac cgc aac gtc atg ccc acc 
Ser He Asp His Leu Lys Asp Asn Val Tyr Arg Asn Val Met Pro Thr 
525 530 535 

ctg gtg ate ccc gcg cac tac gtg cgc etc ggc ggc gag gcg ggc gee 
Leu Val He Pro Ala His Tyr Val Arg Leu Gly Gly Glu Ala Gly Ala 
540 545 550 555 



1298 



gec gag cct teg ggt gee cgc ggg ggc gag age gec ggg etc aag ggc 1346 
Ala Glu Pro Ser Gly Ala Arg Gly Gly Glu Ser Ala Gly Leu Lys Gly 
430 435 440 

B get cgc teg gec gag ggc ccc ggc ggg ctg gag ccc ggc eta gag gag 1394 
H Ala Arg Ser Ala Glu Gly Pro Gly Gly Leu Glu Pro Gly Leu Glu Glu 
W 445 450 455 



cac egg egg ggg ccc teg ggg get gcg gee ttc ctg cac gag ccg ccc 1442 
His Arg Arg Gly Pro Ser Gly Ala Ala Ala Phe Leu His Glu Pro Pro 
460 ~ ' 465 470 475 



1490 



1538 



1586 



1634 



1682 



gee ggc gtg ggc gac gag ccg gee ccg ccg gag ggc acg gca ccc ggc 1730 



5 



isi 



- - 



i! 5 



Ala Gly Val Gly Asp Glu Pro Ala Pro Pro Glu Gly Thr Ala Pro Gly 
560 565 570 

ccg gcg cgc get ttt ccc cag ccc gac ccc cag cgc ccg cag atg ccg 
Pro Ala Arg Ala Phe Pro Gin Pro Asp Pro Gin Arg Pro Gin Met Pro 
575 580 585 

ggc cac teg ggc ccg ggg ggc gag ggc ggc ggg ggc ggc ggc gag ggc 
Gly His Ser Gly Pro Gly Gly Glu Gly Gly Gly Gly Gly Gly Glu Gly 
590 595 600 

tgg ggg gec ggg cgc gcg gcg ccc gtc agt ggc tea gtc acc ate cct 
Trp Gly Ala Gly Arg Ala Ala Pro Val Ser Gly Ser Val Thr He Pro 
605 610 615 

gtg eta ttc aac gag tec acc atg gcg cag etc aac ggg gag ctg cag 
Val Leu Phe Asn Glu Ser Thr Met Ala Gin Leu Asn Gly Glu Leu Gin 
620 625 630 635 

gee ctg acc gag aag aag ctg ctg gaa ctg ggc gtg aag ccg cac ccg 
Ala Leu Thr Glu Lys Lys Leu Leu Glu Leu Gly Val Lys Pro His Pro 
640 645 650 

cgc gec tgg ttc gtg tec etc gac ggg cgc tec aac teg caa gtg cgc 
Arg Ala Trp Phe Val Ser Leu Asp Gly Arg Ser Asn Ser Gin Val Arg 
655 660 665 

cac tct tac ate gac ctg cag gcg ggc ggc ggg gca cgc age acc gac 
His Ser Tyr He Asp Leu Gin Ala Gly Gly Gly Ala Arg Ser Thr Asp 
670 675 680 

gec age ctg gac teg ggc gta gat gtc cac gag gcg egg ccc gcg cgc 
Ala Ser Leu Asp Ser Gly Val Asp Val His Glu Ala Arg Pro Ala Arg 
685 ' 690 695 

cgc egg ccc gcg agg gag gag egg gag cgc gee ccg cct gee gcg ccg 
Arg Arg Pro Ala Arg Glu Glu Arg Glu Arg Ala Pro Pro Ala Ala Pro 
700 705 710 715 

ccg ccg ccg ccc gcg ccc ccg cgc ctg gcg etc age gag gac acg gag 
Pro Pro Pro Pro Ala Pro Pro Arg Leu Ala Leu Ser Glu Asp Thr Glu 
720 725 730 



1778 



1826 



1874 



1922 



1970 



2018 



2066 



2114 



2162 



2210 



6 



P 



ccc age age age gag age cgc acg ggc etc tgc tct ccg gag gac aac 2258 
Pro Ser Ser Ser Glu Ser Arg Thr Gly Leu Cys Ser Pro Glu Asp Asn 
735 740 745 



teg ctg acg ccg ctg ctg gac gag gtg gcg gcg ccc gag ggc egg gcg 
Ser Leu Thr Pro Leu Leu Asp Glu Val Ala Ala Pro Glu Gly Arg Ala 
750 755 750 



age age gee age gag ctg egg cgc gac teg etc ace age ccg gag gac 
W Ser Ser Ala Ser Glu Leu Arg Arg Asp Ser Leu Thr Ser Pro Glu Asp 

U 780 785 790 795 



2305 



gee acg gta ccc egg ggg egg ggc cgc age cgc ggg gac age tec cgc 2354 
Ala Thr Val Pro Arg Gly Arg Gly Arg Ser Arg Gly Asp Ser Ser Arg 
765 770 775 



2402 



gag ctg ggg gcg gag gtg ggc gac gag gcg gga gac aag aag age ccg 2450 
Glu Leu Gly Ala Glu Val Gly Asp Glu Ala Gly Asp Lys Lys Ser Pro 
800 805 810 

tgg cag egg egg gag gag egg ccg ctg atg gtg ttc aac gtc aag 2495 
Trp Gin Arg Arg Glu Glu Arg Pro Leu Met Val Phe Asn Val Lys 
815 820 825 

tagcgcccgc geagggectg gcaccgcccc tcccgcgcgg gcccgcaccc agggtgcgcg 2555 

ccccgggggc ccgcgggggc cctcgcgcgt agctcccagc cccaggccgg agaggggece 2615 

aggggecttg gagctgttcc gtggttggtg ctgggtcgtg tettgeaagg gaccctgtgt 2675 

ctgcctccaa geeggggagg agggggggtc cagaccccca eggggaggtg ccggggagga 2735 

gggctggggg gaagcagtgc ctgtgtagac gtggctgtac atagaaagct ctattgtggg 2795 

aaagcaggag gggtgaccca gcctcagctg ctagtgtgag ggctgggaag ggagggggcg 2855 

ttctttgtgg acccctggga ggggaggggg tgctgcttgc tgactagccc atctctgggc 2915 

tacgatgtca cagggctggt ggctgggaca gctctgggga ctagggggta atgtgataca 2975 

gccgatgtgg gcagcagcaa atataaaact ggtgaggtta 3015 



<210> 2 
<211> 826 
<212> PRT 
<213> Homo sapiens 



<400> 2 

Met Pro Pro Ala Ser Gly Pro Ser Val Leu Ala Arg Leu Leu Pro Leu 
15 10 15 



Leu 


Gly 


Leu 


Leu 


Leu 


Gly 


Ser 


Ala 








20 










Pro 


Glu 


Pro 


Pro 


Ser 


Pro 


Gin 


Glu 






35 










40 


Val 


Ser 


Gly 


Glu 


Leu 


Val 


Pro 


Leu 




50 










55 




Gly 


Asn 


Arg 


Thr 


Leu 


Leu 


Ala 


Ala 


65 










70 






Ala 


Thr 


Leu 


Pro 


Leu 


Ser 


Tyr 


Arg 










85 








Ala 


Ala 


Arg 


Pro 


Gly 


Phe 


Leu 


Thr 








100 










Lys 


Leu 


Pro 


Leu 


Tyr 


Ala 


Ser 


Val 






115 










120 


Pro 


Ala 


Thr 


Leu 


He 


Leu 


Tyr 


Glu 




130 










135 




Ser 


Pro 


Gly 


Ala 


Arg 


Ser 


Gin 


Pro 


145 










150 






Ala 


Arg 


Leu 


Pro 


Val 


Ser 


Ser 


Thr 










165 








Thr 


Pro 


Ala 


Ser 


Thr 


Gin 


Gin 


Glu 








180 










Gly 


Thr 


Glu 


Ala 


Ser 


Ser 


Ser 


Gly 






195 










200 


Pro 


Leu 


Thr 


Ala 


Val 


Ser 


Val 


His 




210 










215 




Val 


Pro 


Leu 


Ser 


Gly 


Pro 


He 


His 


225 










230 






Thr 


Arg 


Ala 


Leu 


Thr 


Val 


Gly 


Thr 










245 








Pro 


Lys 


Ser 


Gly 


Leu 


Trp 


Val 


Arg 








260 










Glu 


Gly 


Arg 


Gin 


Leu 


Tyr 


Trp 


Thr 






275 










280 


Trp 


Val 


Ala 


Ala 


Met 


Ala 


Ser 


Pro 




290 










295 




Ser 


Gly 


He 


Gin 


Asp 


He 


Gly 


Thr 


305 










310 






He 


Leu 


Ala 


Ala 


Leu 


Ala 


Leu 


Leu 










325 








He 


Tyr 


Tyr 


Cys 


Arg 


Arg 


Arg 


Cys 



Ser 


Arg 


Ala 


Pro 


Gly 


Lys 


Ser 


Pro 


25 










30 






He 


Leu 


He 


Lys 


Val 


Gin 


Val 


Tyr 










45 








Ala 


Arg 


Ala 


Ser 


Val 


Asp 


Val 


Phe 








60 










Gly 


Thr 


Thr 


Asp 


Ser 


Glu 


Gly 


Val 






75 










80 


Leu 


Gly 


Thr 


Trp 


Val 


Leu 


Val 


Thr 




90 










95 




Asn 


Ser 


Val 


Pro 


Trp 


Arg 


Val 


Asp 


105 










110 






Ser 


Leu 


Tyr 


Leu 


Leu 


Pro 


Glu 


Arg 










125 








Asp 


Leu 


Val 


His 


lie 


Leu 


Leu 


Gly 








140 










Leu 


Val 


Gin 


Phe 


Gin 


Arg 


Arg 


Ala 






155 










160 


Tyr 


Ser 


Gin 


Leu 


Trp 


Ala 


Ser 


Leu 




170 










175 




Met 


Arq 


Ala 


Phe 


Pro 


Ala 


Phe 


Leu 


185 










190 






Asn 


Gly 


Ser 


Trp 


Leu 


Glu 


Leu 


Met 










205 








Leu 


Leu 


Thr 


Gly 


Asn 


Gly 


Thr 


Glu 








220 










Leu 


Ser 


Leu 


Pro 


Val 


Pro 


Ser 


Glu 






235 










240 


Ser 


He 


Pro 


Ala 


Trp 


Arg 


Phe 


Asp 




250 










255 




Asn 


Gly 


Thr 


Gly 


Val 


He 


Arg 


Lys 


265 










270 






Phe 


Val 


Ser 


Pro 


Gin 


Leu 


Gly 


Tyr 










285 








Thr 


Ala 


Gly 


Leu 


Val 


Thr 


He 


Thr 








300 










Tyr 


His 


Thr 


He 


Phe 


Leu 


Leu 


Thr 






315 










320 


Val 


Leu 


He 


Leu 


Leu 


Cys 


Leu 


Leu 




330 










335 




Leu 


Lys 


Pro 


Arg 


Gin 


Gin 


His 


Arg 


345 










350 









Lys 


Leu 


Gin 


Leu 


Ser 


Gly 


Pro 


Ser 


Asp 


Gly 


Asn 


Lys 


Arg 


Asp 


Gin 


Ala 








355 










360 










365 










Thr 


Ser 


Met 


Ser 


Gin 


Leu 


His 


Leu 


He 


Cys 


Gly 


Gly 


Pro 


Leu 


Glu 


Pro 






370 










375 










380 












Ala 


Pro 


Ser 


Gly 


Asp 


Pro 


Glu 


Ala 


Pro 


Pro 


Pro 


Gly 


Pro 


Leu 


His 


Ser 




385 










390 










395 










400 




Ala 


Phe 


Ser 


Ser 


Ser 


Arg 


Asp 


Leu 


Ala 


Ser 


Ser 


Arg 


Asp 


Asp 


Phe 


Phe 












405 










410 










415 






Arg 


Thr 


Lys 


Pro 


Arg 


Ser 


Ala 


Ser 


Arg 


Pro 


Ala 


Ala 


Glu 


Pro 


Ser 


Gly 










420 










425 










430 








Ala 


Arg 


Gly 


Gly 


Glu 


Ser 


Ala 


Gly 


Leu 


Lys 


Gly 


Ala 


Arg 


Ser 


Ala 


Glu 








435 










440 










445 










Gly 


Pro 


Gly 


Gly 


Leu 


Glu 


Pro 


Gly 


Leu 


Glu 


Glu 


His 


Arg 


Arg 


Gly 


Pro 


hi 




450 










455 










460 










iy 


Ser 


Gly 


Ala 


Ala 


Ala 


Phe 


Leu 


His 


Glu 


Pro 


Pro 


Ser 


Pro 


Pro 


Pro 


Pro 




465 










470 










475 










480 


2 


Phe 


Asp 


His 


Tyr 


Leu 


Gly 


His 


Lys 


Gly 


Ala 


Ala 


Glu 


Gly 


Lys 


Thr 


Pro 












485 










490 










495 






Asp 


Phe 


Leu 


Leu 


Ser 


Gin 


Ser 


Val 


Asp 


Gin 


Leu 


Ala 


Arg 


Pro 


Pro 


Ser 


i 








500 










505 










510 








Leu 


Gly 


Gin 


Ala 


Gly 


Gin 


Leu 


He 


Phe 


Cys 


Gly 


Ser 


He 


Asp 


His 


Leu 








515 










520 










525 










Lys 


Asp 


Asn 


Val 


Tyr 


Arg 


Asn 


Val 


Met 


Pro 


Thr 


Leu 


Val 


He 


Pro 


Ala 






530 










535 










540 












His 


Tyr 


Val 


Arg 


Leu 


Gly 


Gly 


Glu 


Ala 


Gly 


Ala 


Ala 


Gly 


Val 


Gly 


Asp 




545 










550 










555 










560 




Glu 


Pro 


Ala 


Pro 


Pro 


Glu 


Gly 


Thr 


Ala 


Pro 


Gly 


Pro 


Ala 


Arg 


Ala 


Phe 












565 










570 










575 






Pro 


Gin 


Pro 


Asp 


Pro 


Gin 


Arg 


Pro 


Gin 


Met 


Pro 


Gly 


His 


Ser 


Gly 


Pro 










580 










585 










590 








Gly 


Gly 


Glu 


Gly 


Gly 


Gly 


Gly 


Gly 


Gly 


Glu 


Gly 


Trp 


Gly 


Ala 


Gly 


Arg 








595 










600 










605 










Ala 


Ala 


Pro 


Val 


Ser 


Gly 


Ser 


Val 


Thr 


He 


Pro 


Val 


Leu 


Phe 


Asn 


Glu 






610 










615 










620 












Ser 


Thr 


Met 


Ala 


Gin 


Leu 


Asn 


Gly 


Glu 


Leu 


Gin 


Ala 


Leu 


Thr 


Glu 


Lys 




625 










630 










635 










640 




Lys 


Leu 


Leu 


Glu 


Leu 


Gly 


Val 


Lys 


Pro 


His 


Pro 


Arg 


Ala 


Trp 


Phe 


Val 












645 










650 










655 






Ser 


Leu 


Asp 


Gly 


Arg 


Ser 


Asn 


Ser 


Gin 


Val 


Arg 


His 


Ser 


Tyr 


He 


Asp 










660 










665 










670 








Leu 


Gin 


Ala 


Gly 


Gly 


Gly 


Ala 


Arg 


Ser 


Thr 


Asp 


Ala 


Ser 


Leu 


Asp 


Ser 



675 680 685 



9 



Gly Val Asp Val His Glu Ala Arg Pro Ala Arg Arg Arg Pro Ala Arg 

690 695 700 

Glu Glu Arg Glu Arg Ala Pro Pro Ala Ala Pro Pro Pro Pro Pro Ala 
705 710 715 720 

Pro Pro Arg Leu Ala Leu Ser Glu Asp Thr Glu Pro Ser Ser Ser Glu 

725 730 735 

Ser Arg Thr Gly Leu Cys Ser Pro Glu Asp Asn Ser Leu Thr Pro Leu 

740 745 750 

Leu Asp Glu Val Ala Ala Pro Glu Gly Arg Ala Ala Thr Val Pro Arg 

755 760 765 

Gly Arg Gly Arg Ser Arg Gly Asp Ser Ser Arg Ser Ser Ala Ser Glu 
770 775 780 

h Leu Arg Arg Asp Ser Leu Thr Ser Pro Glu Asp Glu Leu Gly Ala Glu 

Q 785 790 795 800 

W Val Gly Asp Glu Ala Gly Asp Lys Lys Ser Pro Trp Gin Arg Arg Glu 

W 805 810 815 

m Glu Arg Pro Leu Met Val Phe Asn Val Lys 

820 825 



<210> 3 
<211> 2478 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> This is a degenerate sequence that encodes the 
amino acid sequence of SEQ ID NO: 2. 



<221> variation 

<222> (1)... (2478) 

<223> N is any nucleotide. 



<400> 3 

atgccnccng cnwsnggncc nwsngtnytn gcnmgnytny tnccnytnyt nggnytnytn 60 

ytnggnwsng cnwsnmgngc nccnggnaar wsnccnccng arccnccnws nccncargar 120 

athytnatha argtncargt ntaygtnwsn ggngarytng tnccnytngc nmgngcnwsn 180 

gtngaygtnt tyggnaaymg nacnytnytn gcngcnggna cnacngayws ngarggngtn 240 

gcnacnytnc cnytnwsnta ymgnytnggn acntgggtny tngtnacngc ngcnmgnccn 300 

ggnttyytna cnaaywsngt nccntggmgn gtngayaary tnccnytnta ygcnwsngtn 360 

wsnytntayy tnytnccnga rmgnccngcn acnytnathy tntaygarga yytngtncay 420 

athytnytng gnwsnccngg ngcnmgnwsn carccnytng tncarttyca nngnmgngcn 480 

gcnmgnytnc cngtnwsnws nacntaywsn carytntggg cnwsnytnac nccngcnwsn 540 

acncarcarg aratgmgngc nttyccngcn ttyytnggna cngargcnws nwsnwsnggn 600 



10 





aayggnwsnt 


ggytngaryt 


natgccnytn 




aayggnacng 


argtnccnyt 


nwsnggnccn 




acnmgngcny 


tnacngtngg 


nacnwsnath 




ytntgggtnm 


gnaayggnac 


nggngtnath 




ttygtnwsnc 


cncarytngg 


ntaytgggtn 




gtnacnatha 


cnwsnggnat 


hcargayath 




athytngcng 


cnytngcnyt 


nytngtnytn 




mgnmgnmgnt 


gyytnaarcc 


nmgncarcar 




gayggnaaya 


armgngayca 


rgcnacnwsn 




ccnytngarc 


cngcnccnws 


nggngayccn 




gcnttywsnw 


snwsnmgnga 


yytngcnwsn 


f» 


mgnwsngcnw 


snmgnccngc 


ngcngarccn 


ytnaarggng 


cningnwsngc 


ngarggnccn 


U 

ilii 


mgnmgnggnc 


cnwsnggngc 


ngcngcntty 




ttygaycayt 


ayytnggnca 


yaarggngcn 


hi 


wsncarwsng 


tngaycaryt 


ngcnmgnccn 




ttytgyggnw 


snathgayca 


yytnaargay 


CO 


gtnathccng 


cncaytaygt 


nmgnytnggn 


« 


garccngcnc 


cnccngargg 


nacngcnccn 




ccncarmgnc 


cncaratgcc 


nggncaywsn 


r. ; -; = 


ggngarggnt 


ggggngcngg 


nmgngcngcn 


„£! 


ytnttyaayg 


arwsnacnat 


ggcncarytn 




aarytnytng 


arytnggngt 


naarccncay 


mgnwsnaayw 


sncargtnmg 


ncaywsntay 




wsnacngayg 


cnwsnytnga 


ywsnggngtn 




mgnccngcnm 


gngargarmg 


ngarmgngcn 




ccnccnmgny 


tngcnytnws 


ngargayacn 




ytntgywsnc 


cngargayaa 


ywsnytnacn 




ggnmgngcng 


cnacngtncc 


nmgnggnmgn 




wsngcnwsng 


arytnmgnmg 


ngaywsnytn 




gtnggngayg 


argcnggnga 


yaaraar^su 




atggtnttya 


aygtnaar 





acngcngtnw sngtncayyt nytnacnggn 660 

athcayytnw snytnccngt nccnwsngar 720 

ccngcntggm gnttygaycc naarwsnggn 780 

mgnaargarg gnmgncaryt ntaytggacn 840 

gcngcnatgg cnwsnccnac ngcnggnytn 900 

ggnacntayc ayacnathtt yytnytnacn 960 

athytnytnt gyytnytnat htaytaytgy 1020 

caymgnaary tncarytnws nggnccnwsn 1080 

atgwsncary tncayytnat htgyggnggn 1140 

gargcnccnc cnccnggncc nytncaywsn 1200 

wsnmgngayg ayttyttymg nacnaarccn 1260 

wsnggngcnm gnggnggnga rwsngcnggn 1320 

ggnggnytng arccnggnyt ngargarcay 1380 

ytncaygarc cnccnwsncc nccnccnccn 1440 

gcngarggna aracnccnga yttyytnytn 1500 

ccnwsnytng gncargcngg ncarytnath 1560 

aaygtntaym gnaaygtnat gccnacnytn 1620 

ggngargcng gngcngcngg ngtnggngay 1680 

ggnccngcnm gngcnttycc ncarccngay 1740 

ggnccnggng gngarggngg nggnggnggn 1800 

ccngtnwsng gnwsngtnac nathccngtn 1860 

aayggngary tncargcnyt nacngaraar 1920 

ccnmgngcnt ggttygtnws nytngayggn 1980 

athgayytnc argcnggngg nggngcnmgn 2040 

gaygtncayg argcnmgncc ngcnmgnmgn 2100 

ccnccngcng cnccnccncc nccnccngcn 2160 

garccnwsnw snwsngarws nmgnacnggn 2220 

ccnytnytng aygargtngc ngcnccngar 2280 

ggnmgnwsnm gnggngayws nwsnmgnwsn 2340 

acnwsnccng argaygaryt nggngcngar 2400 

ccntggcarm gnmgngarga rmgnccnytn 2460 

2478 



<210> 4 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide primer 



<400> 4 

gtctgggttc gctactcgag gcggccgcta tttttttttt tttttttt 



48 



11 



<210> 5 
<211> 291 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Expressed sequence tag 

<221> variation 
<222> (1)...(1) 
<223> N is any nucleotide. 



<400> 5 

nnnntnnntn tccccgcgat gccgccggcg 
ccgctgctgg ggctgctgct cggcagcgcc 
ccccccancc cgcacgagat cctgatcaag 
cccctggccc gggcctcact ggatgtgttt 
acanactcat agggtgtggc ccnccctgcc 



agtggcccca ncgtcctcgc gcggctgttg 
tcccgggctc ccggcaagtc gccgccggag 
gtgcaggtgt atgtgagcgg ggagctggtg 
gggaaccgga ctctgctggc agctggcacc 
cctcagttat cgcttgggca c 



